. List of the most affected genes by a combined treatment of LIP and ER stress, sorted by cellular processes. Log 2 fold induction of transcripts obtained by expression array analysis of RNA from F10.9-4 cells pretreated doxycycline (24 h), followed by tunicamycin for 12 h compared with cells treated with tunicamycin only. N=3. Table 2 . List of the most affected genes by a combined treatment of LIP and ER stress. Log 2 fold induction of transcripts obtained by expression array analysis of RNA from F10.9-4 cells treated as described in the legends of supplementary table 1. N=3. The Pvalue for each gene is given in the table. Data for times 0, 5, and 12 h of tunicamycin treatment were submitted to GEO (GEO accession number GSE84155).
Immunoblot of the indicated proteins in total cell extract of F10.9-4 cells pretreated with vehicle or doxycycline (Doxy), followed by vehicle or tunicamycin (Tm) in the presence or absence of the ERK1/2 inhibitor U0126 a, the JNK inhibitor SP600125 b, or the p38 inhibitor SB203580 c. 
